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Space group P1 
Cell dimensions 
  a, b, c (Å) 49.75, 83.31, 86.75 
    a, b, g  (°)  89.90, 89.05, 88.70 
Resolution (Å) 86.74 - 2.8 (2.9 - 2.8) 
Rmerge 0.03857 (0.3994) 
I / sI 12.83 (1.69) 
Completeness (%) 95.74 (96.05) 
Redundancy 1.8 (1.8) 
Refinement 
Resolution (Å) 19.76 - 2.8 (2.9 - 2.8) 
No. reflections 58804 (5933) 
Rwork / Rfree 0.21/0.25 
No. atoms 9476 
  Protein 9454 
  Ligand/ion 16 






  Bond lengths (Å) 0.009 
  Bond angles (°) 1.31 
Data originated from one single crystal. Values in parentheses are for highest-resolution shell. 
Supplementary Table 2 Primers used in this study. 
Primer description Primer sequence 5'-3' 
TRIM21 E12A FWD ATGTGGGCCGAGGTCACATGCCCTATCTGCCTG  
TRIM21 E12A REV CCTCGGCCCACATCATTGTCAAGCGTGCTGCTGA 
TRIM21 E12R FWD ATGTGGCGCGAGGTCACATGCCCTATCTGCCTG 
TRIM21 E12R REV CCTCGCGCCACATCATTGTCAAGCGTGCTGCTGA 
TRIM21 E13A FWD GGGAGGCGGTCACATGCCCTATCTGCCTGGAC 
TRIM21 E13A REV TGTGACCGCCTCCCACATCATTGTCAAGCGTGCT 
TRIM21 E13R FWD GGGAGCGAGTCACATGCCCTATCTGCCTGGAC 
TRIM21 E13R REV TGTGACTCGCTCCCACATCATTGTCAAGCGTGCT 
TRIM21 D21R FWD GCCTGCGGCCCTTCGTGGAGCCTGTGAG 
TRIM21 D21R REV GAAGGGCCGCAGGCAGATAGGGCATGTGACCTC 
TRIM21 R55A FWD CGCTGAGCGCACACAGGACAGACGCTGCC 
TRIM21R55A REV TCTGTCCTGTGTGCGCTCAGCGCTTTCTGCTCAAG 
hTRIM5 E11R fwd      GTTAATGTAAAGCGCGAGGTGACCTGCCCCATCTG      
hTRIM5  E11R rev      GGTCACCTCGCGCTTTACATTAACCAGGATTCC        
hTRIM5  E12A fwd  AGGAGGCCGTGACCTGCCCCATCTGCCTG        
hTRIM5  E12A rev GGTCACGGCCTCCTTTACATTAACCAGGATTCCAGAAGCC 
hTRIM5  E20R rev  CAGGAGGCGCAGGCAGATGGGGCAGGTC        
hTRIM5  E20R fwd    TGCCTGCGCCTCCTGACACAACCCCTGAGCCTG        
hTRIM5  R59A fwd      CCCTGTGTGCGCTATCAGTTACCAGCCTGAGAAC       
hTRIM5  R59A rev      GGTAACTGATAGCGCACACAGGGCAGCTACTCTCTCC    
Gibson fwd TTAACGGCACACTTGACAATGGCTTCAGCAGCACGC 























































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































100 µM 15N-RM10E + 100 µM 2N
100 µM 15N-RM10E/E13A + 100 µM 2N
100 µM 15N-RM10E/E12A + 100 µM 2N



































15N-RM10E + Ube2N (1:1) 15N-RM10E/E12A + Ube2N (1:1)
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100 µM 15N-RM10E(/E12R) + 150 µM 2N
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2N~Ub CSP (1:1 T21-R-M10E)












2N~Ub vs Ub CSP








Ube2N~15N-Ub + T21-RM10E (1:0.5)
Ube2N~15N-Ub
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15N-RM10E + 2D1 (1:0.5)
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15N-RI76E + 2N (1:0.3)






























































































































































Supplementary Fig. 12 Model of the CHIPU-box:Ube2N~Ub complex. Close-ups of CHIPU-box:Ube2N~Ub model based on the
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